
 

More info: Please contact us for any question: contact@proteogenix.fr                                   
Page 1/1 

 
RC19orf62-chromosome 19 open reading frame 62 Gene 

Reference: PTXBC000788 
 

Product type:       DNA Storage Condition:           -20°C 
Size/Quantity:                  2 ug                        Delivery Condition:          +4°C, Blue Ice 
Synonyms C19orf62; HSPC142; MERIT40; NBA1; BRISC and BRCA1-A complex member 1; 

BRCA1-A complex subunit MERIT40; mediator of RAP80 interactions and targeting 
subunit of 40 kDa; mediator of Rap80 interactions and targeting 40 kDa; new 
component of the BRCA1-A comple 

For research use only. 
 
 
GENE DESCRIPTION       chromosome 19 open reading frame 62 

GENE ID                     29086     

ORIGIN SPECIES Human 

ACCESSIONS               BC000788 

VECTOR pDONR223 

NCBI SYMBOL              C19orf62 

LENGTH ProteoGenix bp 

SEQUENCE PRIMERS  
 

Forward primer M13R (5'→3'): GTAAAACGACGGCCAGT 

Reverse primer T7P (5'→3'): TAATACGACTCACTATAGG 

ORF (Only for reference, product provided without STOP codon )                                               
atggaagtggcagagcccagcagccccactgaagaggaggaggaggaagaggagcactcggcagagcctcggccccgcactcgctccaatcctgaaggggctgaggaccgggcagtaggggcacaggccagcgtgggcagccgcagcgagggtgagggtgaggccgccag
tgctgatgatgggagcctcaacacttcaggagccggccctaagtcctggcaggtgcccccgccagcccctgaggtccaaattcggacaccaagggtcaactgtccagagaaagtgattatctgcctggacctgtcagaggaaatgtcactgccaaagctggagtcgttcaacggctccaa
aaccaacgccctcaatgtctcccagaagatgattgagatgttcgtgcggacaaaacacaagatcgacaaaagccacgagtttgcactggtggtggtgaacgatgacacggcctggctgtctggcctgacctccgacccccgcgagctctgtagctgcctctatgatctggagacggcctcc
tgttccaccttcaatctggaaggacttttcagcctcatccagcagaaaactgagcttccggtcacagagaacgtgcagacgattcccccgccatatgtggtccgcaccatccttgtctacagccgtccaccttgccagccccagttctccttgacggagcccatgaagaaaatgttccagtgcc
catatttcttctttgacgttgtttacatccacaatggcactgaggagaaggaggaggagatgagttggaaggatatgtttgccttcatgggcagcctggataccaagggtaccagctacaaatatgaggtggcactggctgggccagccctggagttgcacaactgcatggcgaaactgttgg
cccaccccctgcagcggccttgccagagccatgcttcctacagcctgctggaggaggaggatgaagccattgaggttgaggccactgtctga 


